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Enterobacter cloacae
Enterobacter cloacae

1

Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacterales;
Enterobacteriaceae; Enterobacter; Enterobacter cloacae complex.
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Mahammad,T.M. and Ghada,A.M.

Isolation and Identification of Bacteria Accompanying Cholecystitis
and Detetion of Nanoparticles Production

Unpublished

2 (bases 1 to 1130)

Mahammad,T.M. and Ghada,A.M.
Direct Submission
Submitted (11-SEP-2020) Contact:Mahammad Tarish Muter Ministry of
Higher Education and Scientific Research, University of AL Mosul,
Department of biology, Microbiology branch; Mosul, Nineveh, Iraq
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/organism="Enterobacter cloacae”

/mol_type=

"genomic DNA"

/strain="MTGhA2"

/isolation_source="gallbladder"

/host="Homo sapiens"

/db_xref="taxon:550"

/country="Iraq"

/collection_date="2019-12-20"

/collected_by="Mahammad Tarish Muter, Ghada Abdul-Razzag
Mohammad Al-taee"

/PCR_primers="fwd_seq: agagtttgatcctggctcag, rev_seq:
tacggttaccttgttacgactt”

<1..>1130

/product="16S ribosomal RNA"

aaacatgcaa
gggtgagtaa
aataccgcat
tgcccagatg
tggtctgaga
gcagcagtgg
aagaaggcct
cctggcaatt
gaaaaagcgg
ggggaccccc
cttaacgcat
tagggcatgg
cgtggggagt
tgtcgaggac
ggaacagccc
aagttcggct
atagcttcca
gcttgecacg
tcgtgagtgc

gtcgaacggt aacaggaagc agcttgctge ttagctgacg
tgtctgggaa actgcctgat ggagggggat aactactgga
aacgtcgcaa gaccaaagag ggggaccttc gggectcttg
ggattagcta gtaggtgggg taacggctca cctaggcgac
ggatgaccag ccacactgga actgagacac ggtccagact
ggaatattgc acaatgggcg caagcctgat gcagccatgce
tcgggttgta aagtactttc accggggagg aaggcgacag
accgatgccc agaaaagaaa cgaccggtta gatcacagcc
gggcgetgta gcagttgcaa gaaatggcge aaagtgcccc
gagacgtaat cgcagggcta accttgggge ctggctctca
tcgatcggga aggcaagccc caggggcacc gcctaccaga
actagagcgg ggtctactcc tggcgagcac ccgacgctat
caacagggga ccggacttcg ccaccgaact ccatcaacat
accctgaagc tacagcctcc ccacacgaaa ctctageccga
acgaagcaac gcgagaatta attgcgaagt ggccgaacag
acactaattc gcaataagcc tatgcatgcc tcaaattata
agaakaaggc tggcttagct tcggggacta cgaaaaaaga
ccactttgct cccagattat ggtattaccc cggaaggact
atcgtgtgtg cacccaagtg ggagcaattc
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