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1164 bp DNA linear BCT 10-0CT-2020

Enterobacter hormaechei MTGhA1l gene for 16S ribosomal RNA, partial

sequence.
LC582354
LC582354.1

Enterobacter hormaechei
Enterobacter hormaechei
Bacteria; Proteobacteria; Gammaproteobacteria; Enterobacterales;

Enterobacteriaceae;
1

Enterobacter; Enterobacter cloacae complex.
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e 1..1164

/organism="Enterobacter hormaechei"

/mol_type=

"genomic DNA"

/strain="MTGhA1"

/isolation_source="gallbladder"

/host="Homo sapiens"

/db_xref="taxon:158836"

/country="Iraq"

/collection_date="2019-12-20"

/collected_by="Mahammad Tarish Muter, Ghada Abdul-Razzag
Mohammad Al-taee"

/PCR_primers="fwd_seq: agagtttgatcctggctcag, rev_seq:
tacggttaccttgttacgactt”

<1..>1164

/product="16S ribosomal RNA"

gaacgccagc taacatgcag
tggcagacgg gtgagtaatg
cggtagctaa taccgcataa
atcggatgtg cccagatggg
tccctagetg gtctgagagg
tacgggaggc agcagtgggg
cgtgtatgaa gaaggccttc
ttaataaccc tgacaattga
aggaagtaga aagcagaggg
gagggaaccg acaccagaga
gggaggcttt aagcttttaa
aagctttcac ggactggact
ccgagcgtaa ggagttgtcc
cagctatcac cgctgcccat
ttgggggaga agcgccaagg
agcggacagt atcgcacact
gtggaagctt agagacatag
cggattgtaa gccccgecga
gcctacatcc catcatccgg
cgcccatgat gectgcacctc

tcgacggtaa caggaagcag cttgctgectt agctgacgag
tctgggaaac tgcctgatgg agggggataa ctactggaaa
cgtcgcaaga ccaaagaggg ggaccttcgg gecctcttgec
attagctagt aggtggggta acggctcacc taggcgacga
atgaccagcc acactggaac tgagacacgg tccagactcc
aatattgcac aatgggcgca aacctgatgc agccatgeccg
gggttgtaaa gtactttcaa cggggaggaa ggcgacaggg
cgatacccac aaagaaagca ccggataagc caacgccgac
ggcagacatg attagacata actgaccatg atgctccccc
actcatttag gagatcacct tgggggcacg actccacaag
cgagggggaa gcacgcctcg ggggcacage ctccaagtcc
agcaaggatc tcgtcctgat tgctccagac gectttcgage
cggggggcac gcttcgcaca ggaaattcct cacatgacta
gacgatggac acccccagcc aaaactctaa acctgaccgc
agtagaccag cgaattgaag taccgggcag accgacaacc
tatttagatc gaacagggac tccacccaga tcttaacccc
tgcgtgacga catcgttacg gggaaatatg aaaataggag
ccatccctcg ccaaatgaat ggtattaaaa ccccggaggg
tggtgcccac gtgatggtge cgccaagatg gagcggatat
cgaa
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