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1. Section of wicim's DMNA:

| |

. .
L L ) L ]

24 repeats of "GT' 16 repeats of "ATGGE 66 repeats of AT’
There are three regions of repetitive DM A.
2. Section of suspect's DNA:

| | I— | |

.1 | [— | .
L ) L ] L ]

49 repeats of "GT’ 16 repeats of "ATGGE %1 repeats of 'ATT"

The same three regions of repetiive DNA are present here, but some include
different numbers of repeats. Now let's compare this sample to...

3. Section of DMNA from crime scene hair:

| | Ia—— | |
.1 | [— | .
L ] L ] L ]
49 repeats of "GT’ 16 repeats of "ATGE %1 repeats of 'ATT"

The lengths of the repetitive sequences match the lengths in the suspect's DNA —
s0 the DNA found at the crime scene belongs to the suspect.
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m M7: Alignment Explorer (Victim.fasta)
Data Edit Search Alignment Web Sequencer Display Help

DS =& W% o'l

DNASequences Translated Protein Sequences

ENETETETETETATEEATEEATEEATTATTATTATTANTARTATT

ENETETETETETATEEATEEATEEATTATTATTATTATTATTATTECEcEBCcECcECcE
GECEECcEECEECEECEECTATATATATACCACCACCACCACCACCACCHCCA - - - -
ATATATATATNATCAACAACAACAACHANCAABECEECEEcEBCE - - - - - - - - - - - - -
EFETErETErETATEEANEEATEEATTATTATTANTAT AT AT TECECECcECcECcE

Species/Abbrv Gr
1. Victim

2. Crime_Scene

3. Suspected_1

4. Suspected_2

5. Suspected_3

Swspected 31-61 1 A A A A A A A A A A CECECGCECECECEC
Crime_ Scenesff-g1 1 A A A A A A A A A A CECERCECRCECEBCEC

GTGTG TG TG TG TATGGATGGATGOATTATTATTATTATTATTATTGCGCGCGCGCOGCGCGE

Oocupancy
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. Crime Scene Suspected 3/1-61 GIGIGIGTIGIGTATGEATGGATGGATTATTATTATTATTATTATTGOGCGOGOGE

PEVEEEE e e e e e e e e e e e e e e e e e e e e e e e enrl
Crime Scene/l-61 GIGTGIGTGTGIATGGATGGATGEATTATIATTATTATTATTATTGOGOGCGOGE

. SuspectedS Suspected 3/1-61 GCOGCOGC
RN
Crime Scene/l1-61 GOGCGC

o Percentage ID = 100.00
Victim

Suspected 1

Suspected 2

fppt.com



Tl aladialy milill) juedl g Jalad
datal) clilyl) s g8 g Avibiad) dila glaall

Gender B
|

A
|

p.. Al._ Ah AR Fainl

fppt.com



Tl aladialy milill) juedl g Jalad

datal) clbilyl) as g8 g Asilial) Al glaall

il g5l Gadall (e dayld 1(4) Ala

Evidence Profile

ST

Reference Profile

Evidence Profile

Reference Profile
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GenBank,

NARAAAANAANANAAAS,

United States

National
Centre for
Biotechnology
Information

International
Nucleotide

L8 M;N Sequence
' F' rSID‘E Database

a4 ny ~~| Collaboration

EMI, United

Kingdom
European ,xlg,!}, DNA
Molecular E“Bl Data
Biology | SEGUENCE Bank of
Laboratory | parasase Japan
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The Combined DNA Index System (CODIS) (USA & CANADA)
The UK National DNA Database (NDNAD) (UK)

The Prum System (Germany and Europe).

Forensic DNA Atal) s 95l Gaalall dad 4a g4y jlad &l g3 5 el n
MDKAP (Mass Disaster Kinship Analysis Program) , VARSEQ , GeneMatch,
TrueAllele software, GeneMarker®HID, MaSTR™, Mitotyping, eDNA,
ForeStatistics, DNAxs 2.0, DNAmixtures, MixtureCalc v1.2, likeLTD,
GeneMapper ID-X, XCeGaT, GenAlEx Software, Arlequin Software,

POPTREE Program, PAST Software, STRUCTURE Software,
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